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PERIOD
September2013 to August 2016

ECEADRDC

A Institute of Microbiology,ChineseAcademy

of Sciences

A Executive Office of Endangered Species

ScientificCommission

A College of Life Science, Shaanxi Normal

University, A (PR§hkha
A GuangxUniversity

A Southwest Forestry University, Yunnan

Province
A TaisharMedicalUniversity

A Beijing Wildlife Rescue and Rehabilitation

Center,Beijing,China
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A anghalLakeareas NW China
A Sanmenxi®eservoiArea,CentralChina,
A Guangxand YunnarProvincesSWChina

i74035amp|e9'n total, including

w 15356birds
w 2047environmentalsamples

w Tested avian influenza virus for 17403

samples

A 18% positive with Avian Influenza
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Fumin Lei, Song Gang, and the Wild Life Trade (WLT) China Team

fe Conservation in China
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ApprOX|mater100 mlgratory blrds including
whooper swans and pochards were found

dead in the SanmenxiaReservoir central
Chinaduring January2015 One of the team

members,Dr. YuhaiBi went to the field and

collectedthe samplesto identify the related

pathogen The causative agent behind this

outbreak was identified as H5N1 highly
pathogenic avian influenza virus (HPAIV)
SanmenxiaClade 2.3.2.1c-like H5N1 viruses
possess the closest genetic identity to

A/Alberta/01/2014 (H5N1), which recently
causeda fatal respiratoryinfection in Canada
with signs of meningoencephalitisa highly
unusualsymptomwith influenzainfectionsin

humans
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(317417403 samples), A RSy (1 31U S F

subtypes

A H5N6 has replaced H5N1 as one of the
dominant Avian InfluenzaVirus subtypes
in southernChinaespeciallyn ducks

A H5N6 viruses constitute at least 34
distinct genotypesderived from various
evolutionarypathways

A A highly pathogenic Avian Influenza A
(H5N1) Virus in Migratory Birds from
SanmenxiaReservoirArea, Central China
in 2015

Figure 1 Dead birds fro®anmenxiand sampling
work of the team members
Due to the geographical location of

Sanmenxiathese novel H5N1 virusesalso
havethe potential to be imported to other
regionsthroughthe migrationof wild birds,
similar to the H5N1 outbreak amongst
migratory birds in Qinghai Lake during
2005 Therefore,further investigationand
monitoring is required to prevent th’*
novel reassortantvirus from becominga
newthreatto publichealth.
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Fumin Lei, Song Gang, and the Wild Life Trade (WLT) China Team
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A Guangxi University,
A SouthwestForestryUniversity
A ShaanxNormal University

LOCATION conductedin two cities
and two counties along the Sino
Vietnam border in 2015

RECOMMENDATION

There is a large gap between trade
speciesand farming species Basedon
this survey, it is suggestedthat the
governmentof Chinashould encourage
the wildlife farming to meet the market
needsin thisarea
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* Figure4. Sampling fowirologicaltests in the
poultry market

METHOD

Trade information such as speciesand quantity
was collected based on site survey, while the
illegal trade information was collected from
internet or from the local forest management
bureaus In total, 41 speciesncludingl2 mammal
species,10 specieof amphibiousandreptiles, 19
bird species were recorded as trade wildlife
species On the contrary to that, only 8 species
were farming or captivebreeding basedon the
questionnaire information from 21 wildlife
farminghouseholder®r companies
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Figure3. TheAlligator Snapper
(Chelydraserpenting in boarder market




*In March 2017, APEIRCoordinator,Wiku Adisasmito,and APEII%teeringCommittee*
Chairman Amin Soebandrigattendedtwo different CORD8ConnectingOrganizations
for RegionaDiseaseSurveillanceMeeting Thefirst wasone wasin Accra,Ghanaand
the other onewasin Lyon,France
WANIIDSCapitiivieeting
On March 1-3, 2017, APEIRattended a
CORDSMeeting in Accra, Ghana The
meetingtitle isa 2 2 NJ @nfkh2 Infegrated
RegionalPlatform for Collectionand Sharing
of Health Information and to Build the
Capacityof the West African Network for
Infectious Disease Surveillance (WANIDS)
Themeetingdiscussedhe operationalization
of the new CORDSetwork, & 2 S Afiican
Network for Infectious DiseaseSurveillance
(WANIDS)! t 9 Lpveseacecontributed to
the discussion of the organization
developmentandfuture planning A planningworkshopwas held on March 20-21,
" 2017for the / h w SNgt®ork preparationin the
upcoming Prince Mahidol Award Conference
(PMAC)Y018 CORDSIetwork planto showcase
the inter network projects in the conference
The conference will take place in Bangkokin
January 2018 under the theme & a | | the
World Safe from the Threats of Emerging
Infectious5 A & S} GORAES scheduledfor a
pre-conferenceworkshopand eachnetwork will
Figure 2. CORDS Network 2018 Conference  contributefor the workshopsessions

Figure 1. CORDS Network 2018 Conference
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Figure 3. CORDS Network Group Picture

New CORDIS Ex@nitineBoard Director frorn APEIR

After the planningworkshop,on March 22- 23, 2017, the

board meetingwasheld to discussstrategicplansand other

relevantreportsrelatedto the CORD8pdatesandactivities

Towardsthe end of the sessionJuliusLutwama chairmanof

CORD%ExecutiveBoard, handedover the chairmanshipto

Amin Soebandrip who is currently the APEIRSteering
CommitteeChairman The Boardhasalsoagreedto appoint Figure 4. Juliusutwamaz %
Vietnam'sDr. Vungasthe ChairmarElectof the Board Dt i




